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New tools for handling ligands have recently been added to Coot [1,2,3] and the CCP4 Suite [4,5]. These
tools include depiction of protein-ligand interactions (Figure 1), ligand editing and ligand dictionary
generation.

Additionally, both Coot and AceDRG have been updated to facilitate the generation of covalent link geometry
dictionaries, representation in Virtual Reality and an updated tool for N-linked glycan model building (Figure
2) [6].

These features will be showcased, with a particular emphasis on the description, generation and validation of
links.
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