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atom, O atom and aromatic ring. This model suggests 
that higher-affinity l igands for the pirenzepine site 
could be developed if the relative orientat ion of  the 
N÷-containing ring were restricted to the common 
position found  in the four  structures: pirenzepine,  
(+)-b iper iden,  dexetimide and atropine.  

The structural  compar isons  of  chiral l igands for 
the pirenzepine site show both that structural  differen- 
ces in the two types of  binding sites are not evident 
and that structural  similarities in the l igands are not 
detected by the torsion angles of  the consistent con- 
format ion for anticholinergics.  Since the chiral 
l igands for both of  the pirenzepine binding sites are 
structurally super imposable ,  the difference between 
these sites must  arise f rom factors other than simple 
shape recognit ion;  these factors may be related to 
induced conformat ional  changes in either the recep- 
tor or the ligand. The l igands compared  in this study 
have a close structural  match which belies the wide 
variat ion in the values of  the torsion angles of  the 
consistent anticholinergic conformation.  This dis- 
crepancy suggests that  more detailed models  that  
compare  overall shapes and juxtapose  similar 
he teroatoms are required so that  a range of  chemical 
types of  l igands for a common  receptor  can be com- 
pared.  
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Deposition of Data 
with Brookhaven Protein Data Bank 

Acta Crystallographica policy provides authors of biologi- 
cal-macromolecule papers with the option of requesting 
that their list of structure factors deposited with the Brook- 
haven Protein Data Bank be granted privileged status for 
a period of no longer than four years from the date of 
publication, see Notes for Authors [Acta Cryst. (1983), A39, 
174-186]. In a recent paper by Comarmond, Giegr, Thierry, 

Moras & Fischer [Acta Cryst. (1986), B42, 272-280] the 
atomic coordinates were wrongly assigned this status also. 
The atomic coordinates are available for immediate distri- 
bution. 

Currently acceptable formats for the machine-readable 
media are: magnetic tape with fixed line length and fixed 
block size in 9 track, ASCII or EBCDIC, 800, 1600 or 6250 
CPI; or punched cards with IBM 026 or IBM 029 codes. 

Copies of data in machine-readable form are available 
from the Protein Data Bank at Brookhaven or one of the 
affiliated centers at Melbourne or Osaka (but no longer at 
Cambridge). 


