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A correction is made to Fig. 7 in the article by Tomar et al. [(2014). Acta Cryst.
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In the article by Tomar et al. (2014), the product formula in
Fig. 7 was incorrect. A new version of the figure with the
correct formula is given here.
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Figure 7
Reaction mechanism at the EcAII (a) and PfA (b) catalytic triads. A common acidic residue Asp84 is present in both triads I and II of PfA, with Tyr273’
in triad I as the basic residue.
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