Organism Name Sequence pCR-Blunt pnEAVH pnEA-vH pGEX-NB pDONR207™

Homo sapiens

HSPRMT7_5_Ndel GATCGACcatatgAAAATCTTCTGCAGTCGG X X X X
HsPRMT7_3 Bglll GAGCagatctGTCTGGGGTATCTGCATGCC X X X
HsPRMT7 3 stop Bglll GAGCagatctTCAGTCTGGGGTATCTGCATG X
Mus musculus
MmPRMT7_5_Ndel catatgAAGGTCTTCTGTGGCCG X
MmPRMT?7_3_Bglll agatctGCTCAAGGTGTCTGCAAG X
MmPRMT7 3 stop Bglll agatctTCAGCTCAAGGTGTCTG X
Arabidopsis thaliana
AtPRMT7_5_Ndel GATCGATcatatgTCGCCTCTGTCTTCTC X X X X
AtPRMT7_3 BamHI GGTCggatccAGAAATAGTATGAGTGACG X X X
AtPRMT7 3 stop BamHI GGTCggatccTCAAGAAATAGTATGAGTGAC X
Danio rerio
DrPRMT7_5_Ndel GATCGATcatatgAAGACGTTTTGCGGTC X X X X
DrPRMT7_3 BamHI GAggatccAGATTCAGTGATGGAGAAGTC X X X
DrPRMT7_3 stop BamHI GAggatccTCAAGATTCAGTGATGGAGAAG X
Xenopus laevis
XIPRMT7_5_Ndel GAGCGATcatatgAAGGTATTTTGCGGTC X X X X
XIPRMT7_3 Bglll GAGCagatctAAAGTCTGGTTCAAAGCAC X X X
XIPRMT7 3 stop Bglll GAGCagatctCTAAAAGTCTGGTTCAAAGC X

Supplementary Table S1 Pairs of oligonucleotides used for cloning PRMT7 genes in the different target vectors. The oligonucleotide names include the
species with a two letters code, the extremity of the gene to which it is complementary (either 5* or 3’ end), the presence of the stop codon and the restriction
site used. In the sequence the nucleotides from the restriction site are lowercased.



HsPRMT7_doml
MmPRMT7 doml

MKIFCSRANETTGSVEWLEEDEHY. ..
MKVFCGRANBETTGSLEW/LEEDEHY. ..

.DYHQEIARSSYADM|LH
.DYHQEIARSSYADM|LH

DRNVK[Y[YQGIRARAVISRVKDRGOKALVMDIIGTGT|G
DRN|IK[Y|YQGIIRAAVISRVKDRGOQKALVMD|IIGTGT(G

MKVFCGRVNPETTGAMDWVEEDEHY . . .

DrPRMT7_doml MKTFCGRANETTGALDWVEESEEY . .DYHQEIARSCYADMLHBKDRNEK|Y|YEGIRAAVRRVKARGERPVVDII|GT|GT|G

1 R
N 1 I
X1PRMT7 doml 1 .DYHQETIARSSYADMLHPBKDRNEK|YYQGI|CAAVRRVKQRGQEAVVMDI|I|GT|GT|G
1
1

AtPRMT7 doml ORVFQLRQDELTGNSEWIVIIEDNDQPGTSTDGLLATTSYLDMLNPSRRNIANVRLAIEKTI|. .. ... TEPCHVlD[I[GcAlG TG
HSPRMT7 dom2 363 . ........ JVCDCOAHLLIWNRPR . v v v v e e e e e e FGE|INODR TDRY|[VIQA[LRTVLKPD. . . . .. SVCHCV[sS DG S|.
MmPRMT7 dom2 363 ......... IJVCDCOQAHLLIWNRPR . v v v v v e ew s . . FGE[INBJODR TIDHYRQALRTVLLPG. . . . .. sV CHCV[s DG S|.
X1PRMT7 dom2 358 ......... ITCHCGAH|ITIWNRAR . v v v v v v ev e s . . FGE[LNBRHRTQQY|FEALKKVV|TPS. .. ... STCHCV[s DG S|.
DrPRMT7 dom2 358 . ........ CCTCQAHLVWTRPR . v v v v v v e vt . FGELNBEQRTES[YVI|SALRISILKPD. . . ... svCsv|s DG S|.
AtPRMT7 dom2 400 ......... L STGDLHLTILPPER s v v v v v e v e e e n s VATYGIS|I[YRQSILFEATRKALQGK. .. .SYPQCHMV[IDD[S L.
DVGxGxG
HsPRMT7 doml 77 [@#sMMAVTRIGR. .. .DFCYRIE[VFKPMA . . DAANVK[IIVERNGF[]. PKIKVINKHS TEV|TV|GPEGDMPCRANI LIVTE LED[T].
MmPRMT7 doml 77 pRASMMENVTIAGA. .. .DFCYR|TIEVFKPMA . . EAAVK[I|VERNGF|S|. DKIKVINKHSTEV|ITVGPDGDLPCRANILII[TEL[FD|T|.
X1PRMT7 doml 77 pRASMMENVTIAGIA. .. .DCCYR|TIEVFKPMS. . DAANVQIVKANGF|S|. DKIKVINKHSTEV|TVGPDGDMKTKANT LIT[TE LIFD|T|.
DrPRMT7 doml 77 pBASMMEYVTAGA. .. .DFCYR[IEVFKPMA . .QAASICI[VERMNGFS|.[DK[IKIINKHSTEV|IT[VGPDGDMQERAN|I LIV[TEL[FD[T|.
AtPRMT7 doml 75 [@#sMMBVRAMRGDSKGMVTRICE|SYLPMV . . KLMRK[VMHKRNGM[T|. KNINLINKRSDELKVGSE.DIASRADVLV[SEILDS|.
HSPRMT7 dom2 413 [HS|VLEHH|LGV . .. .EQVFT|VE[SSAASH. .KLLRK[IFKANHLE|.[DKINIIEKRP.ELLITNEDLQGRKVS|LILLGEPF[FT
MmPRMT7 dom2 413 [BSMLEHH[LGRA . . ..EQVEF[T|[VE[ssvasy. . RLMKR|I[FKVEHELE|.|[DK[ISVINKRP.ELLITAADLEGKKVS[LILLIGEPF[FT
X1PRMT7 dom2 408 RMP[VLENHS|LGA. .. . KOIY|T|LE|SSSIAQ. . HLMKIKLFQVHLIG|. EKIQVILHKSA . DSLIITADFEDRK[ S|TLIGEPF[FT
DrPRMT7 dom2 408 WHPNVFRNHLIL|G|S. .. .KKVF[S[LE[SSGMAK . . QVIEQVLHTINSLK.|[DGVOLLGIRA . EQL|SLADLDGNOQ[ S[VILMGE P Y[F|S[T|.
AtPRMT7 dom2 452 MPLMILH[I|SN. ..RSRVLSLISPGLOQENAARY FEA|IAD|SMGFISKDREEYF|. . RDGKTNLAKAYPG . K[IDLLIGEP Y SGIL
SExMGxx
HSPRMT7 doml 149 .[ELIJGEG. .AHPsYEHEHRHL!\/—E‘ENCEAVEHRATVYAQLVESGRMwﬁwﬁKLFPIHVQTSLGEQVIVPPVDEESCPGAPW
MMPRMT7 doml 149 .[ELI/GEG..A[LPSY[EHAHKHL[VQEDCERAVHRATV|[YAQLVE[SRRMWSWNKLFPVRVRTSLGEQVIVPPSELERCPGAP[SY|
X1PRMT7 doml 149 .[ELIGEG..A[LPSY[EHRQHNLMOETWERVEHRATV|FAQLVE[STR[LWSWNKLFPLNLET....GDIKPHPELETCPGAP|SY
DrPRMT7 doml 149 .[ELI|GEG..A[LPSY[EHAHMHLVQTGCERAVEHRATI|YAQLVE|SDMLWKWAQMRPIDVDG. ...HRLMPPGA[VQECAGAP|SY|
AtPRMT7 doml 150 .[ELLGEG..L[IPSL{QHRAHDML|LVDNPK|TVJYRATT[YCOLVE[STF[LCNLQDLRNNEAKTSDGVR.LV.PPGLESLFGIKSQ
HSPRMT7 dom2 484 .|SLLPWHNLY[FWYV[RTAVDQHLGPGAMVMEQRASLHAV[VVEFRDLWRIRISP....CGDCEGFDVHIMDDMIKRALDFRES
MmMPRMT7_dom2 484 .|SLLPWHNLY[FWYV[RT|SVDQHLAPGAV|VMEQAASLHAV[IVEFRDLWRIRSP....CGDCEGFDVHIMDDMIKHSLDFRES
X1PRMT7 dom2 479 .NLLPWHNLY[FWYS[RTALSTNLAKDCTVLELSASLHVVAVEFKDLWRIRISP....CGMCEGFDVSIMDKMIKNSLNFRES
DrPRMT7 dom2 479 .SLLPWHSLFHWYC@T@VAQLHPDATIL RAATL[YAV VEFQDHW@I@FP. .. .CGTCEGFDVSPMDEMIQRSLDFRH
AtPRMT7 dom2 526 ENGLPWQNLRFWKDRTLLDSVLSEDAVEMEYKGVLRGchYLPDLw SRCC....LGSVEGFDHTLVNTT[LGGCGDLP|SG
XXLxXExM
HsPRMT7 doml 226 CD[IJQLNQ|SPADET. . .VLSpvLPME[S|IDESKON|SsS[SRACHSRRFEPTS WD IEMDPE|GKIKCTMAPFWAH
MmPRMT7_doml 226 CD[I|QLNQ[VSPADFT. . .[VLS[DVLPMF[SVDESKQV|SS[SRACHSRQFVP[LAS WDIEMDPEGKIKCTMAPFWAQ
X1PRMT7 doml 222 CD|IQLSQLNPRDFK. . .[ILSEVLCVFRVDESCQV|SSRPTSHPVHFTS[LAS WE I DMDPDG|S IITCTMQPSWMY
DrPRMT7 doml 222 CD|IQLSQVPTDAFT. . .|ATS[PVCTME|S|VDEISKPNV|SSARQSYTVRFKSQTG WDIDMDPEGNIVCTMAPSWS Y
AtPRMT7 doml 225 QY|SMHVDRIEKEIK. ..[LLS|EPVEK|I|F[E[FDEWKR[PESN|G. ELDVHIEAK|TT WV LOELDSEGITIFYSTAPRWID
HSPRMT7 dom2 559 RERAEPHPLWEYPCR. . .|SLS[EPWQ[I|L|TFDIOQPN|PLQPLCAEGTVELRRP MEYH[L|TPEC|TLISTGLLEPADP
MmPRMT7 dom2 559 REREPHP|LWEYPCR. ..|SLS[KPQE|L|T|FDIQOP|I[POQPMOSKGTMEL|TRP MEY QLT PD|S[TI|STGLINPAED
X1PRMT7 dom2 554 QEREPHPLWEYPCR...ALSEPIQVMTFNETEPVPTEEIRASGSLNLVRS MVYE[LITKE[I[TVISTGLIGISEE
DrPRMT7 dom2 554 WE[AEPHPLWEYPCR. . .[ALT|KPCP[VMT|FDEITQCVPEQPISSDGAVPF[T|GR ME Y QLT D|P[I[S VISMGLTKAVSQ
AtPRMT7 dom2 602 KD|S|PCLPEFIWQCGETK|ILSKEF T[VMEFDESKP|IT .[GPCSGEVQIEF|IKP MDWVMDEEN|STIVIS. . ... TG
HSPRMT7 doml 303 SDP..EEMQRDHWMBEICEY[F|LPQEE.PVVQGSALY[LIVRAHHEDDYCNWYSLORTSPEKNERVRQMR .
MmPRMT7 doml 303 TDP..QELQRDHWMECNY|FILPQEE.PVVQGSPRC[LVAHHDDYCVWYSLOQRTSPDEND[SAYQVR.
X1PRMT7 doml 299 ETQ..QSVPRDHWMECMY|FILPKEC.SVTQGEVCC|LTAHQDDYCVWYSLNKSSA.ENDPVCRER.
DrPRMT7 doml 299 ADP..HAYPRRDHWMESMY[FILPAEE.NVSEGEELMLMVSHDDYS[LWYSLTHSEQ.NDVRVAPFR.
AtPRMT7 doml 301 SNSEIGVRDCDHWK[GCMWF|ITPGTGVSISKGEKVHLHRASHTCTN[ILYNLKKTQSLTHER. . THF .
HSPRMT7 dom2 636 EGG....CCHNPHCK[AMYFIFSPAPDPR.ALLGGPRTVS. ..YAVEFHPDTGDIIMEFRHADTPD
MmPRMT7 dom2 636 KGD....CCRNPHCKEAMY[FILSTTLDLR.VPLNGP[RS[VS...YV[VEFHPLTGDITMEFRLADTLS
X1PRMT7 dom2 631 MGE....CQEYPHRKGNY|FIFSSILNPQTIPAQSP|S|SVS...YSVTFIPKEGDIRMCFEPDF. . .
DrPRMT7 dom2 631 EGA....CERNPHRKE|GMYF[F[FRSAKET...SGDGR[ED[LS YS[LITFEPHSGDIKMDF[SITES . .
AtPRMT7 dom2 676 PDD....KY[. .. WK[LILGKPVT...VRMEGP|S|S|S{TGIQAS[LDLSSNS .ELIVTH[II....S

THWxQ

Supplementary Figure S1 Alignment of the cloned PRMT7 domains. Five PRMT7 domain sequences have
been aligned with T-coffee (Notredame et al., 2000). The full sequences were firts aligned to delineate the cataly-
tic cores. The four signature sequences are localized and the consensus written below. Abbreviations are as
follow: Hs/Homo sapiens, Mm/Mus musculus, X1/Xenopus leavis, Dr/Danio rerio, and At/Arabidopsis thaliana.
The alignment was drawn with Espript (Gouet ef al., 1999).
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